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Geagte Holsteinteler,
Die genootskap is trots op die nuutste toevoeging tot die dienste wat ons 
aan ons telers verskaf, ons strewe is om vir u waarde te bied.

S.A. Holstein is die voorlopers te opsigte van genoomtoetsing in Suid-
Afrika en ons wil u versoek om van hierdie diens gebruik te maak.

Die waarde wat ons vir u as telers met die diens bied, is van onskatbare 
waarde.
Laat ons u help om u beste koeie genomies te identifiseer die regte 
paring toe te pas en sodoende genetiese vooruitgang in u kudde 
volhoubaar te verseker.

SEPTEMBER

9-10 Kursus Elsenburg Landbou Kollege

26 Vaal Skou - Standerton

 (Rubi Redelinghuys  -  083 535 7163)

OCTOBER

15-17 Cape Dairy Experience - Stellenbosch

 (Chris Fourie  -  082 920 4887)

DESEMBER

11 KANTOOR SLUIT

BOODSKAP VANAF DIE PRESIDENTPresident’s Message

BElANgRIKE DATumSImportant dates

Mev  Wolhuter - Magogong
Mnr WJ Wessels - Ventersburg
Mr Staff Cawood - Standerton
Mnr van Vuuren - Kestell

In Memorium
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S A  H O L S T E I N

1. Jaco Herbst
 President

2. Brett Puttergill
     Vise-President

3. Hannes Pretorius
    Tesourier/Treasurer

4. Rob Slater

5. Arno Theron

6. Herman Duvenage
 Hoofbestuurder

7. Susan van Niekerk
 Bestuurder Finansies & 

Admin
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President/President
Jaco Herbst 
Posbus 1281, HENlEY-ON-KlIP 1962
Sel:  082 387 1583 • Faks: 016-365 6654
E-pos: jaco@freshpackdairy.co.za

Vise-President/Vice-President
Brett Puttergill 
PO Box 34, THORNHIll 6375
Tel/Fax:  042 – 286 0783 • Cell:  083 320 6153
E-mail: bluegums@telkomsa.net

Tesourier/Treasurer
Hannes Pretorius
Posbus 235, Ficksburg, 9730
Sel: 082 564 9840 • Tel: 051 933 6301
dairy@mdfondation.co.za

Rob Slater
PO Box 15282, Panorama, 7506
Cell: 082 777 1316 • Tel: 021 558 7083
rslater@degrendel.co.za

Arno Theron
Posbus 123, merrivale,3291
Sel: 082 444 0362
rubiconjerseys@gmail.com

Ellen Jacobs - geboortes, kansellasies, semen invoere
Margaret Moloabi - Klerk
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doses that is only 25 daughters. Compare it to your 
herd size and decide what influence the bull is going 
to have.

What is a good bull, what is the best bull for your 
herd to use? I don’t think you should use more than 
5 to 6 bulls in a specific cycle of 6 months. All herds 
are unique and have different requirements. One bull 
doesn’t suit all.    

Use your herds Progress Report to identify the strength 
and weaknesses of your herd. It is available to all at no 
cost. Discuss it with us and the Semen agent of your 
choice you prefer to use. We have all the information 
available to us not to make a wrong choice. 

There are so many good bulls that will meet your 
requirements available, just apply the correct selection 
pressure for the correct reason.

Herman Duvenage  

D
uring July 2015, 1289 animals 
were classified in all the Provinces 
except Natal and the Eastern Cape.

It concerns me that on average it 
is only 3.2 daughters per bull. We 
would have to ask ourselves if there 

are too many bulls available in the market.  What is 
the influence of the new and younger genomic bulls 
that is every month available to us? Are we afraid of 
being left behind and buy only n few doses of a bull at 
a time, because there can be a better bull next month? 
I don’t have a problem with the so called new and 
better Genomic young bulls. It enables us for quicker 
Genetic progress and shorter generation intervals. But 
it must be used sensibly and correct.  

Why did we select a bull in the first place?  Surely it 
did meet the respected requirements. If so why not buy 
more to be able apply the selection pressure required. 

The danger of using too many bulls is exactly this. 
What influence can 3 daughters of a bull have in your 
herd?  In my opinion zero if we look at the average 
herd sizes. By buying 10 doses of a bull you only are 
going to have 2.5 heifer births per bull, if you buy 100 
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Annual general meeting
Algemene Jaarvergadering

Daar was 27 lede en 10 gaste teenwoordig.

1.	 VERWELKOMING/WELCOME

 Die President heet almal welkom by die Algemene 
Jaarvergadering.  

2.	 OPENING	 MET	 SKRIFLESING	 &	 GEBED/
OPENED	 WITH	 SCRIPTURE	 READING	 &	
PRAYER	

 Mnr Wikus van der Merwe het die vergadering 
met skriflesing en gebed geopen.

3.	 KENNISGEWING	VAN	VERGADERING/NOTICE	
OF	MEETING

 The notice of the Annual General Meeting was 
e-mail on the 1st and 13th  April 2015,  and was 
taken as read.

4.	 VERSKONINGS/APOLOGIES

 Mnr Jacques Naude
 Dr Kobus Hendriks
 Mnr Eugene Duvenage
 Mnr Ruben Redelinghuys
 Mr Kevin Lang
 Mr Wade Pringle
 Mr Andrew Masterson

5.	 BETUIGING	VAN	MEEGEVOEL/	
CONDOLENCES

 Mnr Eugene Duvenage (Herman se pa)
 Mnr Egbert Roux
 Mr Frank Arnold
 Mr Granville Elliot
 Mev Dahlene Hall
 Michael Jacobs  (Ellen se seun)
 Mev Móller (Melissa se ouma)
 Sir David Graaff

 The meeting observed a moment of silence.

6.	 GOEDKEURING	VAN	NOTULE/APPROVAL	OF	
MINUTES:		23/04/14

 The Minutes of the 2014 April AGM were 
published in vol 3/2 of the August 2014

 SA Holstein Newsletter.  Minutes were approved.

Proposed: Stompie Olivier  Seconded:	 Rubie 
Redelinghuys

7.	 SAKE	VOORTSPRUITEND/MATTERS	ARISING

 No matters arised / Geen sake voortspruitend nie.

8.	 PRESIDENT	SE	VERSLAG/PRESIDENT’S	REPORT	
(J	Herbst)

 Raadslede, ere- lede en lede

 Dit is vir my ‘n voorreg om my Presidentsverslag 
vir die afgelope jaar aan u voor te hou.

 Dames en Here

 Die vraag en aanbodtoetstand van roumelk en 
suiwelprodukte in Suid- Afrika is baie dinamies. 
Suid- Afrika is tans ‘n netto uitvoerder van 
suiwelprodukte, veral na lande in sub Sahara 
Afrika maar ook na die res van Afrika. Die 
prysindeks vir suiwelprodukte het van Desember 
2013 tot  Desember 2014 met 11.7% gestyg.

 Faktore wat egter die indekse in die onmiddelike 
toekoms kan beïnvloed is onder andere:

 Die impak wat die afgelope weerstoestande 
op beide voerpryse en produksievlakke 
van ons melkkoeie kan hê;  Die impak  van 
verbruikersvraag in die lig van Suid-Afrika se 
steeds swak ekonomiese groei; en  Die impak van 
Internasionale pryse op 

 Suid-Afrikaanse in- en uitvoer van suiwel.

 Ek is egter positief oor die toekoms van die 
Suiwelbedryf in Suid-Afrika.

 Ladies and Gentlemen,

 Todays farmers are often confronted by an 
external environment that they cannot control, 
including rising input cost, legislation, policies, 
and politics. The challenge we as farmers and 
we as a society have, is to adapt to, and manage 
these factors to the best of our ability.

 Dames en Here,die genootskap se hoofdoelwit  
is om genetiese vooruitgang volhoubaar en so, 
akkuraat as moontlik te evalueer en te verbeter, 
tot die beste van ons vermoë.

NOTULE van ‘n ALGEMENE JAARVERGADERING gehou op 22 APRIL 2015 te BLOEMFONTEIN.
MINUTES of an ANNUAL GENERAL MEETING held on 22 April 2015, BLOEMFONTEIN.
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met die betrokkenheid van lede met toekomsvisie.

 Ek dank u

9.	 TESOURIER	 SE	 VERSLAG/AANSTEL	 VAN	
OUDITEURE	 /	 TREASURER’S	 REPORT/
APPOINTMENT	OF	AUDITORS	(H	Pretorius)

 Meneer die President, Ere Lede, Lede en gaste 
hier teenwoordig,  dit is vir my as Tesourier ‘n 
voorreg om vandag elkeen welkom te heet. 

 Ek hou dan met dankbaarheid en nederigheid die 
Tesouriers verslag vir u voor.

 Nog ‘n jaar is verby en elkeen wat vandag hier 
sit het die voorreg gehad om vir ‘n jaar God se 
beskerming en liefde te ervaar. Ons het ‘n jaar 
gehad waarin elkeen van ons ‘n verskil kon maak 
nie net in jou eie lewe nie maar ook in die van 
ander mense en so ook in ons genootskap en in 
die melkbedryf as ‘n geheel.

 Ek wil u tot stilstand roep om na te dink aan 
die jaar wat verby is en net stok te neem oor 
die invloed wat jy gehad het, of dit positief of 
negatief was. Het jy net gekritiseer en  jou eie 
belang gesoek of het jy ‘n bydrae gemaak tot die 
eenheid en sukses van ons almal. Ongeag van 
jou antwoord kan jy nou ‘n besluit maak om in 
die jaar wat voorlê, ‘n positiewe verskil te maak, 
almal se belang op die hart te dra en te help om 
eenheid te bou in die melkbedryf.

 SA Holstein was vir die afgelope drie jaar onder 
geweldige finansiële druk gewees. Dit is dan met 
dankbaarheid dat ek vanjaar weer kan rapporteer 
dat dit met ons goed gaan. Doelgerigte besluite 
en effektiewe toepassing van die besluite deur 
die raad en ‘n personeelkorps wat gedissiplineerd 
saam werk en hulle take stiptelik uitvoer het ons 
gehelp om vandag finansieël gesond te wees. 

 Die raad het eenparig besluit om die internasionale 
tendens te volg nl. Om Genomiese Ontledings as 
ons maatstof vir genetiese vordering van ons Ras  
te aanvaar.

 Bogenoemde sal die Blup analise mettertyd 
vervang.

 S.A Holstein onderneem om sowat R 2.5 miljoen 
oor ‘n termyn van vyf jaar te investeer om diere in 
u kudde te identifiseer en genomies te laat ontleed. 
Die Genootskap se doelwit is om bruikbare en 
akkurate inligting aan ons lede te verskaf wat vir 
u van waarde sal wees. Die raad is oortuig dat 
genomika tesame met Liniêre klassifikasie en 
Melkaantekeninge ons in staat sal stel om koeie 
te identifiseer wat nog meer winsgewender  koeie 
kan teel.

 Ladies and Gentlemen, it is of upmost importance 
for the future of your  herd and our breed to 
identify cows that transmit, but also to build up 
a databank of Genetic profiles for generations to 
come.

 Dames en Here die tydperk van vernuwing, 
voortgebring deur Genomika is astronomies en 
ons wil aan u waarde bied deur u te help om 
Holsteins te teel wat bo die rasgemiddeld presteer.

 I would like to take this opportunity to welcome 
the French in association with Taurus Evolution 
to the South African Holstein industry, We are 
looking forward to this relationship. I would like 
to thank you for having faith in our Cow families.

 Dames en Here soos u reeds weet hou 
ons volgende jaar Maart ons Nasionale 
kampioenskappe in die Oos-Kaap. Ek wil alle 
lede, Holstein- klubs en ander rolspelers versoek 
om hierdie spog geleentheid saam met ons te kom 
geniet. Baie dankie aan die Oos-Kaap Holstein- 
Klub en sterkte met al die reëlings.

 Baie dankie aan die Vrystaat Holstein Klub, in 
besonder aan Wikus en Hannes Pretoruis vir die 
bydrae wat julle maak. Julle passie en entoesiasme 
is aansteeklik. Baie sterkte aan elke vertoner. Ons 
vertrou dat u die skou sal geniet, baie dankie vir 
julle deelname.

 Ek wil graag my mede- raadslede, asook ons 
personeel bedank vir hulle toegewydheid en 
professionaliteit in die uitvoering van hulle 
verantwoordelikhede.

 My laaste woord van dank gaan aan elke 
Holsteinteler vir u volgehoue ondersteuning 
gedurende die jaar.

 S.A Holstein Genootskap kan slegs voortbestaan 



2015 SA Holstein 9

 Ek het die bg. grafiek vir u ingebring om die 
finansiële stand van SA Holstein van 2012 tot nou 
te illustreer. U sal merk dat 2012 met ons 100 
jarige vieringe, ‘n geweldige jaar van uitgawes 
was en die jare daarna ons goed behandel het. 

 Na laagtepunt in ons finansies is SA Holstein 
weer in ‘n besonderse posisie waar ons met groot 
geesdrif die nuwe uitdagings op ons tafel met 
geloof en entosiasme kan aan durf.

 Ek glo dat die Vrystaat Holstein klub in 
samewerking met Drie Provisie Jersey Klub 
en die Ayrshire genootskap vanjaar tydens die 
Meadows Noordelike Suiwelskou sal bewys 
dat samewerking en eenheid is moontlik in ‘n 
samelewing waar selfsug en verdeeldheid aan die 
orde van die dag is.

 Die borge se ongekende gewilligheid en 
samewerking om finansies te voorsien en hulp 
om die aksie te ondersteun en dit ‘n sukses te 
maak, moet vir ons as genootskap wys dat daar 
‘n behoefte na samewerking en eenheid is. Dalk 
die antwoord op ons vraagstuk!!

 Aan ons President, die raadslede en personeel my 
dank vir die hulp om ons finansies ‘n sukses te 
maak.

 Dankie vir die voorreg om as tesourier van SA 
Holstein te kan dien. Ek verklaar dan dat ons 
finansiële state die ware stand van sake is en 
versoek u vir ‘n sekondant om dit so te aanvaar.

 Sekondant: Stanley Roberts

 Geen voorstelle is ontvang vir die verandering van 
ouditeure nie. Ek versoek daarom ‘n voorstel dat 
Mnre Newtons weer aangestel word as ouditeure 
vir die termyn 2015/2016

 Sekondant: Eddie von Maltitz

10.	 GENOMIESE	TOETSING		/		GENOMIC	TESTING

 Jaco heet Dr. Anton Smit van Taurus Evolution 
welkom en vra hom om ‘n kort voorlegging te 
doen oor Genomiese toetsing.

 Dr Anton bedank Jaco vir die geleentheid.  Dr 
Anton bespreek die volgende skyfies.
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11.	 KONSTITUSIONELE	SAKE	/	CONSTITUTIONAL	
MATTERS

 Geen.

12.	 VERKIESING	 VAN	 RAAD	 	 /	 	 ELECTION	 OF	
COUNCIL

Jaco vra Herman om die vergadering te lei.  Herman 
said that the following members has expired:  
Mr Brett Puttergill (Eastern Cape), Mr Rob Slater 
(Western Cape) and Mr Bruce Braithwaite (Natal).  
Mr Braithwaite had resigned.  The other two 
members is available. 

 Herman versoek nominasies vir die drie 
raadslede:

 Neil Janse van Rensburg stel voor dat die raad bly 
soos dit tans is.  Dit word eenparig aanvaar.

	 Sekondant:	 Rubie Redelinghuys 

 Neil Janse van Rensburg stel Arno Theron voor vir 
Natal.  Geen ander voorstelle nie.

 Sekondant:	  Eddie von Maltitz

13.	 VERKIESING	 VAN	 PRESIDENT	 EN	 VISE-
PRESIDENT/ELECTION	 OF	 PRESIDENT	 AND	
VICE-PRESIDENT

13.1 President (tans J Herbst) verkiesbaar uit raad:

 Bogenoemde voorstel word aanvaar vir President.  
Mnr Jaco Herbst bly President.

13.2  Vise-President (tans B Puttergill) verkiesbaar uit 
raad:

 Bogenoemde voorstel word aanvaar vir Vise-
President.  Mnr Brett Puttergill bly as Vise-
President.

14.	 OORHANDIGING	VAN	TROFEES/
PRESENTATION	OF	TROPHIES

 Herman vra dat mev Susan van Niekerk en mev 
Ellen Jacobs die trofees oorhandig.

 Dr Anton sê dit is nie ‘n kort termyn projek nie, 
dit is ten minste ‘n 5 jaar projek om resultate te 
begin sien. Dr. Anton wens SA Holstein sterkte 
toe met die groot projek.



2015 SA Holstein 11

JAN	VAN	NIEKERK	MEMORIAL	FLOATING	TROPHY
FOR	THE	HIGHEST	AVERAGE	MILK	PRODUCTION	IN		A	HERD	OF	100	TO	300	COWS	–	2X	MILKED

1st DA Orchison 9693 kg Milk 148 Cows   
2nd       MJ Els 9116 kg Milk 238 Cows 
3rd        WF Haarhoff 8824 kg Milk 141 Cows

DANIE	DU	PREEZ	FLOATING	TROPHY
FOR	THE	HIGHEST	AVERAGE	MILK	PRODUCTION	IN		A	HERD	OF	100	TO	300	COWS	–	3X	MILKED

1st David Graaff  BT 12289 kg Milk 133 Cows  
2nd Sieberhagen & Son 12160kg Milk 251 Cows 
3rd Janvos Landgoed 11351 kg Milk 264 Cows

VILLIERS	DE	VILLERS	MEMORIAL	FLOATING	TROPHY
FOR	THE	HIGHEST	AVERAGE	MILK	PRODUCTION	IN		A	HERD	OF	AT	LEAST	300	COWS	–	3X	MILKED

1st CJ Starke 13840 kg Milk 886 Cows   
2nd JK Basson Familie Trust 13281 kg Milk 422 Cows
3rd Inovula  Edms Bpk 13026 kg Milk 470 Cows

HAGERMANS	PRODUCTION	AWARD
FOR	THE	 HIGHEST	AVERAGE	 COMBINED	 FAT	AND	 PROTEIN	 IN	 	 A	 HERD	 OF	AT	 LEAST	 100	 COWS	 –	
IRRESPECTIVE	OF	TIMES	MILKED

1st CJ Starke 961 CFP 886 Cows   
2nd Joyces Dairy 951 CFP 447 Cows
3rd JK Basson Familie Trust 929 CFP 422 Cows

CLIVE	MONTGOMMERY	TROPHY
FOR	THE	HIGHEST	AVERAGE	MILK	PRODUCTION	IN		A	HERD	OF	AT	LEAST	300	COWS	–	2X	MILKED

1st Andrew Masterson FT 10129 kg Milk 308 Cows   
2nd CS Puttergill  9527 kg Milk 344 Cows
3rd Saragossa Farms 9351 kg Milk 333 Cows

THE	JAMES	T.	STARKE	LIFETIME	TROPHY
FOR	THE	SA	–	BRED	REGISTERED	HOLSTEIN	COW	WITH	THE	HIGHEST	LIFETIME	MILK	PRODUCTION	–	
MINIMUM	BUTTERFAT	3.5%	

1st LMJC EDMS BPK LMJC Bill 22339 132127 kg Milk 
2nd LMJC EDMS BPK LMJC Die Hard 22143 130393 kg Milk    
3rd David Graaff BT De Grendel Goldie 1 127037 kg Milk

LC	VAN	DER	WALT	FLOATING	TROPHY
FOR	THE	HIGHEST	INDIVIDUAL	PROTEIN	PRODUCTION	

1st CJ Starke Oatlands 06402 639 kg    
   Beverlake Louson TV TL
2nd Inovula Edms Bpk Spitsvuur 4598 Rose 
  Deca-Et 623 kg
  Delta Canvas RF TL
3rd Sieberhagen & Sons Wait-and-See 622 kg
  Wasmeid 334
  Morningview Ashlar-ET

EXWELL	TROPHY
FOR	THE	HIGHEST	INDIVIDUAL		BUTTERFAT		PRODUCTION	

1st Joyce’s Dairy Farm  SCJ 09261 850 kg  
  Klumbs Durham Pontiac
2nd Joyce’s Dairy Farm SCJ 07071 803 kg
  Art-Acres Win 395-ET
3rd Joyce’s Dairy Farm SCJ 07313 800 kg
  Flevozon Lux Timer
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17.	 SA	HOLSTEIN	KLUB	VAN	DIE	JAAR

 OOS-KAAP KLUB – Brett Puttergill ontvang die 
tjeks van R5 000.00 namens die klub.

18.	 GENERAL/ALGEMEEN

 Jaco stel vir Japie van der Westhuizen van 
Stamboek voor wat ‘n kort voorlegging gaan doen 
oor die genetiese evaluasie in samewerking met 
genomika.

EXWELL	TROPHY
FOR	THE	HIGHEST	INDIVIDUAL	MILK	PRODUCTION	

1st JK Basson Familie Trust Ocean Breeze Buckeye 7040 20428 kg   
  R-E-W Buckeye-ET
2nd JJ Lombard Westend Olympic 07312 19410 kg
  Delta Olymic TL Tv
3rd Joyces Dairy Farm SCJ 08015 19367 kg
  Jenny-Lou MRSHL Toystory-ET

THE	KWAGGA	BOERDERY	FLOATING	TROPHY
FOR	 LARGE	 HOLSTEIN	 HERDS	 OF	 AT	 LEAST	 150	 COWS	WITH	 THE	 HIGHEST	 PRODUCTION	 OF	 FAT	
CORRECTED	MILK	PER	DAY	OF	INTERCALVING

1st Inovula Edms Bpk 39.1 470 Cows   
2nd JK Basson Familie Trust 35.4 423 Cows  
3rd CJ Starke 34.4 887 Cows

15.	 HOLSTEIN	SIRE	OF	THE	SHOW	RING

 MAPLE-DOWNS LGW ATWOOD    -    WWS

16.	 SA	HOLSTEIN	MOST	POPULAR	BULL	OF	THE	
YEAR

 SIRES MOST REGISTRATIONS 

 NAOMI NOKIA  -  TAURUS  EVOLUTION

THE	SENSE	IN	HAVING	A
National	Genetic	Evaluation	in	the	Genomic	Era

DRS BE mOSTERT & J VAN DER WESTHuIzEN
SA Studbook, PO Box 270, Bloemfontein, 9300

Genomic selection services all over the world also allows SA animals to participate in these services, with SA 
animals suddenly appearing on foreign countries’ websites and animal lists and SA breeders being supplied with 
foreign countries’ total merit indices. But this also puts a responsibility into the hands of the SA breeders who 
make use of these services, to exactly know what information is being applied to the SA animals that participate 
and what the relevance of that is in the SA production and physical environment. After all, SA cows still have to be 
bred to thrive and survive in SA production conditions and the SA marketing demands. It is therefore important for 
breeders to know how everything fits together and for that we need to start at the beginning, where the beginning 
is the DNA code of the animal. 

The bovine genome consists of 3.5 billion base pairs which 
codes for around 22 000 genes. The code itself is quite simple, 
consisting of 4 base pairs : adenine, thymine, cytosine and 
guanine. What makes it even more simple, is that adenine 
always pairs up with thymine and cytosine with guanine, except 
when there are errors in the coding, which occurs very rarely. 
Therefore, as DNA is double stranded, only one of the strands 
needs to be read. Furthermore, the largest part of the genome 
contains exactly the same coding across animals of the same 
species, and even across species. So what we are interested 
in, is only the DNA code that differs amongst the animals, as 
this is what causes variation in performance. These differences 

Fig 1: Dubbel-helix DNA strands  of two different 
animals indicating differences in the code at certain 
points in the genome.
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in base coding are called Single Nucleotide Polymorphisms 
or SNPs and quite impressive technology has been developed 
to read these SNPs, which is spread all across the genome, 
using what is called SNP-chips.  The most commonly used 
SNP-chips today is the GGP (Geneseek Genomic Profiler) LD 
(low density) chip, which reads 23 000 SNPs, the GGP 80k 
HD (high density) chip, which reads around 78 000 SNPs and 
the most recent GGP HD chip, which reads 150 000 SNPs. 
One chip can accommodate DNA from 24 animals. If one of 
the DNA-strips on the chip is magnified, it looks like a plate 
full of beads. Each bead are populated with multiple copies 
of a short sequence surrounding a specific SNP in the bovine 
genome and the frequency of pairing of the animal’s base in 
that sequence are picked up by colour coding.

Breeders that want to participate in Genomic Selection services send the biological 
material of the relevant animals, which can be hair roots, blood, semen or tissue, to the 
service lab, where the DNA is being extracted. The DNA is then put on the SNP chip 
of the breeder’s choice and the SNP code of the animal is then read by the genotyping 
machine. The base of the animal’s DNA for every SNP then interacts with the bases on 
the chip and the result of the interaction is indicated by colour coding. 

Fig 3: The bead structure 
of the SNP chip for reading 
the DNA code of animals.

Fig 4: The DNA code of an animal is indicated by colour coding which is 
transformed into coding that can be used by quantitative geneticists.

Fig	2:	The GGP HD SNP 
Chip for bovine species 
which can accommo-
date DNA of 24 animals.

This colour code is then transformed by software to a code containing figures, which is usually a 0-1-2 code. 
This is something that quantitative geneticisits can work with : every figure indicates the bases of the animal 
carried by both chromosomes for the specific SNP. Remember that bovine carry two copies of every chromome, 
one eminating from the sire and one from the dam. A 0 therefore indicates that both chromosomes carry bases 
that differ from that of the chip, a 2 indicates that both chromosome carry the same base and a 1 indicates a 
heterozygote for that SNP, therefore only one of the chromosomes carries the same base as that of the SNP chip. It 
is now known what the DNA code of the animal is for the SNPs read, but what does it tell us? Some sense needs 
to be put to this code and this is done by what is called referencing the code against highly reliable breeding 
values. The SNP profiles of proven sires of a population are obtained. These sires usually have hundreds or even 
thousands of daughters that were measured and measurements indicate the expression of genes in a specific 
environment. These measurements are used to predict BLUP breeding values for the sires with high reliability, 
which means that the genetic merit, based on BLUP predictions, of these sires are quite accurately known. A 
relationship can therefore be set-up between the genomic (SNP) profiles of these sires and their BLUP estimated 
breeding values, called the SNP-key, which is relevant for the population in which the expression of genes were 
monitored.  This SNP-key can then be used to predict the genetic merit of young animals, who have not been 
measured yet or in the case of young bulls, that don’t have daughters that have been measured yet. Without SNP 
information, the only indication of the genetic merit of a young animal is the average of its parents’ breeding 
values, called the PA (parent average), which is of limited reliability. The estimated genetic values of the young 
animals using the SNP key, is called its DGVs or direct genomic values, which increases the reliability of a young 
animal’s  PA significantly.  

Referencing is an ongoing process and is established every time a national BLUP genetic evaluation is done, which 
is 3 times a year in most countries (like the USA and Canada). The reason for this is because its predictability 
increases since it is based on more information at every run, but also because selection in a population causes 
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genomic frequencies to change, mutation and 
migration cause gene frequencies to change and 
environmental triggers cause genes to be swithced 
on and off – therefore changes in environmental 
conditions over time might influence the 
expression of the genes in the specific population. 
It is therefore important to realise that the SNP key 
is only relevant for the population from which the 
measurements were obtained. 

Coming back the the DGVs (Direct Genomic 
Values), remember that the DGV is an estimation 
of an animal’s genetic merit. The reliability of 
this estimation depends on : (a) The size of the 
reference population – therefore how many sires 
with proven EBVs, based on measurements, are 
used for referencing (b) The predictive abilibity of 
the SNP key and (c) The SNP chip used – of course 

the denser the SNP chip, the more information was taken into account for the prediction. The optimal use of 
DGVS is, however, by blending of the DGV with PA to produce the Genomically Enhanced BLUP EBVs or GEBVs 
and this is what is being presented to the dairy industry for selection purposes. DGVs are only used by countries 
who doesn’t have BLUP genetic evaluations based on measurements. Proven EBVs based on measurements are 
more reliable than DGVs.

Now why is the PA incorporated with the genomic 
information for construction of the GEBVs? 
Because, although of limited reliability, it is still 
a valuable source of information, indicating the 
most probable progeny that will be produced by a 
specific mating, and probably also as a safeguard 
for implementation of new technology that seems 
to be somewhat extreme with regards to variation 
and reliability.

Estimation of the PA of an animal assumes that 
crossing-over between the chromosomes of a 
pair (where one of the chromosomes comes from 
the sire and the other from the dam) during the 
formation of the sperm and egg cells, will result 
in the progeny to receive exactly 25% of the genes 
from each grandparent.

However, due to Mendelian Sampling, caused by 
crossing-over between the chromosomes of a pair 
at different places and random sampling of genes 
during the formation of the sperm and egg cells, 
progeny do not receive exactly 25% of the genes of 
the grandparents and that is what causes variation 
in the progeny of the same parents. This deviation 
from the expected parent average is determined as 
soon as measurements indicate the animal’s own 
genetic ability for the trait, or by genotyping the 
animal which can be done at a very young age.

For any specific mating, most of the progeny will 
receive genetic merit that is around the average of 
the parents’ genetic merit, with lower probabilities 
towards both extremes, but it is always possible to 
breed progeny that is better than the best parent or 

Fig 5: Effect of different sources of  information on the reliability 
of a genetic evaluation. EBVs based on 2nd crop daughter 
information are more reliable than DGVs.

Fig 6: Parent average breeding values assume that progeny 
receives 25% of genes from every grandparent.

Fig 7: Mendelian sampling causes deviation from the parent 
average which results in variety of progeny that are bred from the 
same parents.
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worse than the worst parent. That is the beauty and pain of 
breeding, as you never really know what you are going to 
get in the next generation, but if you are able to identify the 
animals that are better than the average of their parents as 
parents for the next generation, persistent genetic progress 
is possible.

The DGVs and BLUP PAs are combined to calculate the 
GEBVs by weighing them in accordance to the reliability 
of predicting the genetic merit. Therefore, the higher the 
reliability of the DGV, the more weight will be allocated 
to it in the blending process. The PA is estimated in the 
traditional BLUP Genetic Evaluation and is therefore based 
on measurements (milk recording, reproduction recording, 
linear scores etc.). If the parent was genotyped him/herself, 
the GEBVs of the parent/s will be used for determining the 
PA of the offspring.

Genetic information for all SA females that received DGVs based on the North-American’s Consortium’s Reference 
Population, can be found on the Canadian Dairy Network’s website (www.cdn.ca).

As measurements of SA animals are not included in the 
Canadian Genetic Evaluation, Genomically Enhanced PAs 
(GPA) on the Canadian scale are calculated locally (in 
Canada).  SA females are therefore genotyped in the USA, 
DGVs are determined by referencing the North-American 
Consortium’s Reference Population, the DGVs are estimated 
using, in this case, the Canadian SNP key and then the 
DGVs are blended with the parent average to obtain the 
GPA. CDN (and also any other body, like the USA based 
evaluation system), does not have access to the PA of South 
African animals, therefore a PA must be estimated from 
some other information. With regards to the male parent, it is 
relatively easy and reliable to get estimates for constructing 
a PA, as most genotyped SA females have foreign sires. If the 
sire is proven in Canada (or for that matter also in the USA) 
– therefore having enough measured daughters in Canada 
to receive an official Canadian BLUP breeding value – then 

the Canadian EBV for the sire is used. If the sire is not proven in Canada, eg. if it is an Italian sire with only few 
daughters in Canada, then the MACE (Interbull converted BLUP EBV) of the sire on the Canadian scale is used. If 
the sire did not qualify to participate in MACE evaluations, as will be the case for SA sires that has daughters in 
less than 10 herds, then the Canadian birth year average from the Canadian Genetic Evaluation will be used. The 
same procedure is followed for SA dams receiving genetic information on the USA scale. With regards to the dam 
side of the PA, the USA and Canada differs a little bit in their approach. The USA (according to Dr Paul VanRaden 
of the USDA) will use the closest known ancestor’s breeding values on the USA (proven or MACE) scale. If the 
ancestor is unknown, as will be the case for all SA females‘ dams, the birth year average of the dam from the 
USA Genetic Evaluation is used.  Canada uses the birth year average for SA dams from their National Genetic 
Evaluation, irrespective if she had a known ancestor. The presentation of SA genetics on the Canadian or USA 
scales, therefore depends on quite a few assumptions :

A)  The genetic levels of South Africa is the same as that of Canada/USA for all traits involved

B)  Genetic improvement is at similar rates for SA and Canadian/USA populations

C)  No genotype x environmental interactions exist between the populations, therefore the ranking of the animals 
are exactly the same in the different populations

D)  Genetic correlations for all traits is 1 (100%) between the populations

Everyone that uses direct DGVs or parent average blended DGVs (GPAs) from the USA/Canada can decide for 
themselves how near to the true situation these assumptions are. The genetic correlations, obtained from South 

Fig 8: Most progeny produced by the same parents will 
be around the average genetic merit of the parents, but 
progeny being better than the best or worse that the worst 
parent can also be produced.

Fig 9: Genetic information of a SA dam on the website of 
the Canadian Dairy Network.
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Africa’s participation in Interbull’s MACE (international) 
evaluations, show that most traits correlate between 85-
88% with similar traits in the USA and Canada, but some 
traits, especially the feet and leg traits, are much lower 
correlated, eg. the genetic correlation for RLR between 
SA and Canada is 59%. This means that 40% of animals 
will change rank between the two populations. Some 
correlations are, however, as high as 98%, eg. for UD 
between the SA and Canadian populations, meaning that 
re-ranking for this trait between the two populations are 
insignificant.

Genetic information on SA bulls on foreign websites and 
lists works a bit differently. Remember all countries that 
participate in Interbull’s MACE evaluations, receive a file 
with all bulls that are included in the evaluation, on their 

own country’s scale.  Currently 30 
countries participate in MACE for 
the Holstein breed. Participation 
is only possible if a country has 
a sound genetic BLUP evaluation 
program, based on measurements.  
The performance of daughters 
of local bulls is compared to 
the performance of daughters of 
foreign bulls and because foreign 
bulls have daughters across 
countries, it is possible for Interbull 
to estimate genetic correlations 
and rankings for the different traits 
amongst all countries participating. 
South Africa therefore sends a file 
to Interbull after every genetic 
BLUP evaluation, containing the 
breeding values of local bulls 
that have measured daughters 

in at least ten herds, as well as EBVs of 
foreign bulls having measured daughters 
in at least 50 herds in South Africa.  EBVs 
from foreign bulls receive less weighing in 
the MACE evaluation compared to their 
EBVs in their country of birth.  Pedigree 
information of all bulls participating, as 
well as that of young bulls are also send 
to contribute to the international Holstein 
pedigree, which is managed by Interbull. 
All the countries participating in Interbull 
evaluations have therefore BLUP breeding 
values of the participating SA bulls, as 
well as parent information of young South 
African bulls that do not yet have enough 
daughter information for participation. In 
the same way we have access to all foreign 
participating bulls’ MACE EBVs on the 
SA scale and this is what is published on 

SADairyBulls.com for foreign bulls that do not have proven EBVs in SA.  All this is only possible for countries that 
have national BLUP genetic evaluations based on measurements.

Table 1: Genetic correlations between South Africa and 
Canada and the USA for different traits.

Fig 10:  MACE EBVs for a young SA sire on the website of the Canadian Dairy Network.

Fig 11:  MACE EBVs for a South African sire on the website of the Canadian 
Dairy Network.
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Genetic information for SA bulls appearing on CDN’s website, is therefore MACE EBVs, based on measurements 
of daughters in South Africa, while the PAs are calculated with the same methodology and based on the same 
assumptions as those for the SA females.  

CDN publish all genotyped females free of charge on their website, as well as all males that are three years and 
older. For SA bulls that have been genotyped and which are younger than three years of age, a fee of 4500 CAN$ 
have to be paid as compensation for marketing of possible AI sires. For publication on the USA CDCB (Council for 
Dairy Cattle Breeding) database, a once-off fee of $7 for genotyped females and 150$ for genotyped males have 
to be paid, with a yearly fee of 1 200$ should the bull become an AI sire anywhere in the world. SA Stud Book’s 
Genomic Selection Service to SA breeders allow for a choice to make use of any of these services.

Differences in genetic levels and differences in the expression of traits in different countries should always be 
kept in mind when using foreign genetic services for local animals. Traits involved with the vitality and survival 
of animals are especially prone to be influenced by different genes in different environments. For example, 
Madawaska Aerostar is a Canadian bull with loads of measured daughters in Canada as well as South Africa. If 
we compare his genetic merit, estimated from daughter information, we can see that with regards to Somatic Cell 
Score, this bull’s daughters had somatic cell scores that were more desirable than the average of the Canadian 
population, whereas his South African daughters performed worse than the South African average for somatic 
cells.  Also, the fertility of his daughters is higher than the Canadian average, but in South Africa his daughters’ 
calving interval is one standard deviation worse than the South African average.  Furthermore, in Canada this 
bull breeds daughters that are far shorter than the average of the Canadian population, whereas in South Africa 
his daughters are taller than the South African average. Therefore, breeders that use genetic information for their 
animals predicted by other countries, should remember that breeding values and total merit indices are expressed 
relative to that country’s genetic  levels and base year definition, which might differ substantially from that of 
South Africa. For example, the base definition of South Africa will change to measured cows born in 2010 with 
the next national genetic evaluation, while the base of expression of Canadian breeding values are a shifting base 
: For production traits and SCS cows born in the 3-year period centred 7 years prior to current year are used as 
base, therefore for 2015, this includes cows born in 2007, 2008 and 2009.

For type traits and all other traits the base is proven sires born in the most recent complete 10-year period.  For 
2015, this includes sires born from 2000 to 2009 inclusively. Genetic information of SA animals predicted by 
foreign countries are therefore not at all relevant or comparable to South African breeding values and genetic 
levels.

SA Stud Book, however, is in the process to collect genotypes of bulls proven in South Africa for development of a 
SNP-key based on expression of genes in the South African environment. In the meantime alternative methodology 
has been implemented to give the South African breeder the benefit of higher reliabilities for breeding values of 
young animals, by incorporating genomic information into South African breeding values. In short, SA animals are 
also referenced against the North-American Consortium’s Reference population and DGVs are estimated using 
the Canadian SNP-key. These DGVs are then converted to the South African scale using Interbull conversion 
equations. Genetic correlations of the traits between South Africa and Canada are taken into consideration, by 
adapting reliabilities of the DGVs according to the genetic correlation. This results in more weight being attributed 
to the Parent Average in the blending process for traits which have low correlations with those measured in South 
Africa. The DGVs are then blended with the PA, where the PA is based on the expression of genes in the South 
African environment, to produce GEBVs for the dairy industry. These GEBVs are comparable to the Logix Milk 
EBVs and the breeder knows exactly where his animals rank in the South African population. The reliability of SA 
PA’s depends on the reliability of the parents’ EBVs. The PA of an animal whose sire had hundreds of measured 
daughters and a dam who was measured for 3 or more lactations will of course be of much higher reliability 
compared to an animal whose sire had only few measured daughters and whose dam was not measured herself. 

It is therefore in the hands of the breeders 
to increase the reliabilities of their breed’s 
parent averages. In the blending process, 
should the genotyped animal not be 
included in the Logix Genetic Evaluation, 
his/her parent information is obtained from 
Logix and a post-BLUP PA is calculated for 
that animal. Should the parent/s also not be 
included in the Logix Genetic Evaluation, a 
birth year average will be allocated for the 
calculation of the PA.Fig 11 : The total merit index (TPI) developed for the USA population.
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With regards to total merit indices, the TPI 
of the USA and LPI of Canada are both bio-
economical indices, meaning they are based on 
heritabilities and genetic correlations that exists 
in the USA/CAN populations, as well as markets 
and economics that are current to the USA/
CAN environments. It is therefore excellent 
indices to select animals for producing in these 
environments for these markets.

When comparing the TPI and LPI, it can be 
seen that both countries put equal weight to the 
production traits in their indices, with Canada 
also giving some weight to butterfat and protein 
percentages and the USA also including Feed 

Efficiency in the production component of the TPI.  However, the USA puts almost double the weight on health 
and fertility traits compared to Canada, while the Conformation sub-index of the TPI and Durability sub-index of 
Canada show large differences.

The SA Holstein Merit Index (HMI) is also a bio-
economical index, developed by considering 
all measurable input and output costs of a South 
African dairy farm, as well as genetic parameters 
of the South African Holstein population. It 
can be seen that comparable weight is put on 
production traits compared to the USA and 
Canada and that milk yield, which is ignored 
in the TPI and LPI, also receive some weighting 
in the HMI. This is due to milk prices in South 

Africa still favouring milk volume due to high transporting costs.  Furthermore, of the three indices, the HMI puts 
the most weight on health and fertility traits (38% versus 28% in the TPI and 15% in the LPI) and the least on 
conformation traits (17% versus 26% of the TPI). In South Africa feed prices are very high in relation to the income 
generated from it in a dairy enterprise. It is therefore of great economic benefit if cows can last longer in the herd 
and, because medium-sized cows are generally more efficient, frame size is also included in the HMI, penalizing 
extremely big animals, as it has a direct influence on the economy of the dairy. This is towards the same aim as 
the inclusion of Feed Efficiency in the TPI of the USA.

In	Conclusion

The routine national BLUP evaluation of a country, based on measurements, is the backbone of Genomic Selection 
Services all over the world. Parent averages should be estimated as reliably as possible. This can be obtained 
by sires having a large number of measured daughters and dams that were measured themselves – something 
which is therefore in the hands of the breeders themselves. The SNP key that is used for prediction of the DGVs, 
should be based on the environment in which the genes are expressed. The ideal for SA will be to have our own 
Reference Population for developing our own SNP key which will then be based on the performance of animals 
in the SA environment. For that we need SNP profiles of at least 1000 proven bulls and another 200 bulls for 
validation of the SNP key. Through international collaboration, SA Stud Book already has around 400 genotypes of 
international sires with many measured daughters in South Africa. We are on our way, but we need participation, 
support and enthusiasm from our breeders to make this happen. We want to finish this discussion by sharing a 
sentence that became a slogan in the world of quantitative geneticists in recent years, and that is : “Measurements 
are king in the world of Genomics.”

 Jaco bedank vir Dr Japie van der Westhuizen. 
Geen verdere besprekings onder algemeen.

19.	 BEDANKINGS	/	WORD	OF	THANKS

 Jaco bedank al die telers vir hul teenwoordigheid.  
Jaco bedank die vertoners vir hul deelname en 

wens hul sterkte toe met die skou, asook die 
borge.  Jaco bedank  die Vrystaat Klub vir hulle 
reëlings. Hannes nooi almal na die besonderse 
genomiese veiling, asook die funksies.

 Die vergadering verdaag.

Fig 12 : The total merit index (LPI) developed for the Canadian 
population.

Fig 13 : The total merit index (HMI) developed for the SA population.
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OF glOBAl HOlSTEIN POPulATIONS 
Genetic levels 

DRS BE mOSTERT & J VAN DER WESTHuIzEN
SA Studbook, PO Box 270, Bloemfontein, 9300

The SA Holstein population has been participating 
in INTERBULL (international) evaluations, done in 
Sweden, since 2000. In September 2013 LogixMilk 
of SA Stud Book subjected newly developed 
technologically advanced genetic models for 
validation to INTERBULL. These advanced models 
and the methodologies in use have been accepted 
and since then SA Stud Book participates in these 
International Routine Genetic Evaluations for the SA 
Holstein population. Other countries participating in 
INTERBULL evaluations for Holstein, are Argentine, 
Australia, Belgium, Canada, Switzerland, Czech 
Republic, Germany, Scandinavian countries (Denmark 
x Finland x Sweden), Spain, Estonia, France, French 
Pie Rouge, Great Britain, Hungary, Ireland, Israel, 
Italy, Japan, Korea, Lithuania, Latvia, the Netherlands, 
New Zealand, Poland, Portugal, Slovakia, Slovenia, 
Uruguay, the USA and Croatia.

One of the advantages of participating in INTERBULL 
Evaluations, is the release of MACE (Multiple Across 
Countries Genetic Evaluation) breeding values by 
INTERBULL to all participating countries. Every 
country receives its own set of MACE breeding 
values, expressed on that specific country’s units of 
measurement (kg/lbs), genetic parameters used in the 
national genetic evaluation (heritabilities and genetic 
correlations), type of breeding values published (EBV/
EPD/RBV) and base year definition. MACE are therefore 
directly comparable to every participating country’s 
own national breeding values and enable breeders to 
assess the genetic potential of foreign sires relative to 
the local population.

In Figure 1 the number of bulls and average number of 
daughters per bull for foreign sires of active measured 
daughters in South Africa, are indicated. 

Most imported semen used in the current active 
population of South Africa are from the USA, followed 
by semen from the Netherlands and Canada, with 
semen from only 1 sire from Belgium and 1 from the 
Czech Republic being represented.  It is interesting to 
note that bulls from the Netherlands have by far most 
daughters per sire (37), followed by French bulls (24) 
and then bulls from Australia (23) in the active cow 
population. With regards to local bulls, 1 041 bulls 
currently have measured active daughters in South 
Africa, with an average of 15 daughters born per South 
African sire. It will therefore be interesting to assess the 
genetic levels of South African sires to that of foreign 
sires from countries popularly used by South African 
breeders.

Local AI sires should have daughters in at least 10 herds 
and foreign sires should have daughters in at least 50 
herds to qualify for participation in MACE. Breeding 
values of foreign sires receive less weight (relative 
contribution) in the MACE evaluations compared to 
EBVs for the same sires obtained from their country 
of birth, as experience have shown that daughters of 
foreign sires are often treated preferentially. Based 
on the MACE breeding values from the April 2015 
INTERBULL Genetic Evaluation, genetic levels of the 
foreign Holstein populations were compared to that 
of our South African population. To ensure meaningful 

Fig 1: Number of bulls  (blue bars) and average number 
of daughters per bull (green line) for foreign sires of active  
measured daughters in South Africa.
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showed the highest genetic levels, with bulls from 
Canada (black line) having the highest genetic level in 
2010 and French (brown line) and British (orange line) 
bulls being at almost similar levels in 2010.

With regards to Protein Yield (Fig 3) French bulls (brown 
line) consistently show high genetic levels, especially 
since 1996, with strong increases in the trends of 
the Netherlands, Canada, the USA and Great Brittan 
since 2006.  The erratic trend for the Australian bulls 
(yellow line), is due to low numbers of bulls qualifying 
for MACE per year of birth (ranging from 23 bulls in 
1997 to only 1 in several of the birth years). The bulls 
of New-Zeeland also show high genetic potential for 
Protein Yield in recent years.

Somatic Cell Score (Fig 4) is a trait that is only included 
in total merit indices in recent years in comparison 
to production traits that has been included from the 
onset of such indices. It is interesting to see how all 
the different populations turned the genetic trend 
around so that Somatic Cell Score is now lower (more 
desirable) compared to levels in the 90s.

comparisons, only sires with a reliability of at least 
70% and birth year averages based on MACE of at 
least three sires (except for the SA sires) for the relevant 
trait were considered. Genetic trends were estimated 
by averaging these MACE breeding values per year of 
birth for Milk, Butterfat and Protein Yields, Somatic 
Cell Score, Calving Interval and Longevity. Some years 
did not yield any qualifying sires for certain countries, 
while the maximum sires per year of birth was 1 170 
for USA bulls born in 2002. Missing birth years were 
however connected to ease comparison.

The following figures indicate the genetic trends of 
sires from different countries with daughters in at least 
ten herds in their country of birth, expressed on the 
South African scale.

From Fig 1 it can be seen that the French bulls (brown 
line) had the highest genetic levels for milk yield since 
1998, with the bulls from Great Brittan (orange line) 
showing a steep increase since 2006, putting them on 
a similar genetic level as that of the French bulls in 
2010. The USA bulls (green line) had the same rate 
of improvement as the French bulls since 2002, but 
at a lower genetic level. Canadian bulls (black line) 
also had a steep increase in genetic merit for milk 
production since 2005, ending at a similar genetic 
level as that of the USA bulls in 2010. Bulls from New-
Zeeland (dark blue line) were at much lower genetic 
levels for milk yield compared to the bulls of the other 
populations.     

South African bulls (red line) showed an increase in 
milk yield merit similar to that of the French population 
until 2002, with a sharp decrease up to 2004 and 
a small increase in the trend since then.  There was 
however, a sharp decline in the number of South 
African bulls, with progeny, born per year since 2006, 
with the youngest bull that qualify for participation in 
MACE, born in 2008.

For Butterfat Yield (Fig 2) bulls from Australia (yellow 
line) and New-Zeeland (dark blue line) sporadically 

Fig 1: Genetic trends for Milk Yield of global Holstein 
populations.

Fig 2: Genetic trends for Butterfat Yield of global Holstein 
populations.

Fig 3: Genetic trends for Protein Yield of global Holstein 
populations.
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levels, therefore few sires born since 2006 are already 
at a reliability of >69% for inclusion in this study. 

The bulls from New-Zeeland are generally at much 
higher genetic levels for longevity compared to all the 
other populations. A genetic evaluation for Functional 
Herd Life was only introduced in 2012 for the SA 
Holstein population and therefore only since then was 
emphasis placed on longevity in the Holstein Merit 
Index of South Africa. However, it can be seen from 
Fig 5 that herd life did improve slightly over the years.   
Australian bulls also show a definite improvement in 
longevity since 2003, but at a much lower genetic 
level compared to the other populations. The Italian 
bulls also show good genetic potential for long herd 
lives of their daughters.

But	how	is	this	foreign	genetics	expressed	in	the	South	
African	cow	population? Genes have the nasty habit 
to be switched on and off by environmental triggers. 
Especially traits involved with survival (eg. fertility and 
longevity) are influenced by this, causing top genetics 
in one country to not necessarily be the top genetics 
in another country. Breeding values of the active 
measured cow population (as from the July 2015 
LogixMilk Genetic Evaluation with base year 2010) 
were therefore averaged per country of sire and are 
presented in the following histograms. 

With regards to the production traits (Fig. 7-9), 
daughters of British sires had, especially for butterfat 
yield, by far the highest genetic levels, followed by 
daughters of USA sires for milk and protein yields and 
daughters of French sires for butterfat yield. Daughters 
of New-Zeeland sires had the lowest levels for milk 
yield, followed by daughters of South African sires, 
while daughters of Australian and South African sires 
were at almost similar lowest levels for butterfat yield. 
Daughters of South African sires had by far the lowest 
levels for protein yield, followed by daughters of 
Canadian, New-Zeeland and Australian sires. 

Fig 4: Genetic trends for Somatic Cell Score of global Holstein 
populations.

Fig 5: Genetic trends for Calving Interval of global Holstein 
populations.

Fig 6: Genetic trends for Longevity of global Holstein 
populations.

It can be seen that the USA, Great Brittan, Italy, the 
Netherlands, Canada and France had deliberate 
decreases in their trends (more desirable) from around 
2000, with New-Zeeland and South African bulls 
being at the highest genetic levels for Somatic Cell 
Score since 2006.

With regards to Calving Interval (Fig 5), bulls from New-
Zeeland have genetic levels for much shorter calving 
intervals compared to the other populations. This is 
probably due to their seasonal system of breeding and 
the influence such a trait has on the profitability of dairy 
cattle. The trend of the USA shows a steady decrease 
since the early 2000s (more desirable), with South 
Africa and Australia being sporadically at the longest 
calving interval levels of all populations.  It should be 
noted that fertility is the trait with the least daughter 
information in most populations and therefore the 
trait that takes the longest for sires to qualify for MACE 
participation.

The trends for Longevity (Fig 6) indicate that breeders 
of most populations put more emphasis on this trait in 
their global indices since the early 2000s. Especially 
the trends of USA, Canada and Great Brittan show an 
increase in recent years. Similar to fertility, longevity 
is a trait that takes a long time to reach high reliability 
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Fig 7: Genetic levels for milk yield of SA cows  per country 
of sire.

Fig 9: Genetic levels for protein  yield of SA cows  per country 
of sire

Fig 8: Genetic levels for butterfat  yield of SA cows  per 
country of sire

Fig 10: Genetic levels for somatic cell score of SA cows  per 
country of sire.

Fig 12: Genetic levels for calving interval of SA cows per 
country of sire.

Fig 13: Genetic levels for longevity of SA cows per  country 
of sire.

Again daughters of British sires are at the most desirable 
(lowest) levels for somatic cell score (Fig. 11), followed 
by daughters of USA and Canadian sires. Daughters of 
New-Zeeland and Australian sires are most prone to 
infections.

Daughters of New-Zeeland sires had genetic merit 
for the shortest calving intervals (Fig. 12), followed 
by daughters of Dutch and South African sires, while 
daughters of Australian and Canadian sires had the 
longest calving intervals.

With regards to longevity (Fig. 13) daughters of British 
sires stayed longest in the herd, with the subsequent 
genetic merit linked to it, followed by daughters of 
USA and Canadian sires, with daughters from French 
and Italian sires having the shortest herd lives.  

It should be noted that the daughters of South African 
sires in this study include daughters of AI as well as 
herd sires. Genetics of daughters of foreign AI sires are 
therefore compared to genetics of daughters of South 
African AI as well as herd sires.
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Clubs

A breeder should know what his/her own herd’s genetic 
levels are before using foreign semen in an own breeding 
program.  These genetic merit levels are indicated in 
the Genetic Reports of breeders participating in Milk 
Recording and the Logix Milk Genetic Evaluation. Not 
all foreign semen is of higher genetic merit compared 
to our own South African genetics and will therefore 
not enhance the merit of local animals. The only true 
assessment is also to compare on an equal genetic 
merit scale. As is suggested by Interbull, such a scale 
should be that of the importing country. All South 
African users of local and foreign semen can access 
such a comparison via the SADairybulls web portal 
(www.SADairybulls.com). Using such a powerful tool 
mitigate the risk when buying semen. It is furthermore 
very important that each and every dairy cattle breeder 
should have very clear breeding objectives and should 
assess each potential breeding animal against such 
objectives. The time is also ripe for South African 
breeders to start competing (again) by breeding more 
desirable bulls that can make a difference in the 
profitability of commercial dairy production.

Conclusions 

Participation in MACE is only possible when the 
performance of daughters of foreign sires can be 
compared to the performance of daughters of local 
sires. LogixMilk Recording, participation and support 
of local AI bull testing schemes and a sound genetic 
evaluation system are therefore essential prerequisites 
for MACE participation.

As South Africa is a main importer of foreign semen, it 
is important to know how the genetic levels of South 
African animals compare to those of other countries, 
especially the exporting countries. With regards to 
sire populations, South African sires generally ranked 
intermediate for the traits investigated. The decrease in 
the number of South African sires in recent years is, 
however, cumbersome. 

British genetics are expressed excellently in the South 
African cow population, while genetics of New-
Zeeland (except for calving interval) and Australian 
sires are on the most undesirable end of the range of 
all the studied cow-country-of-sire groups.
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Royal

HEIFER	CHAMPION
Grace Valley Goldsun’s Reef
Sire: TOC-FARM GOLDSUN
KD Lang

HONOURABLE	MENTION
Macneil 2013166
Sire: BADGER-BLUFF FANNY FREDDIE
JA Theron 

RESERVE	SENIOR	CHAMPION
Grace Valley Septstorm Patty Two 1033
Sire: PURSUIT SEPTEMBER STORM-ET
KD Lang 

RESERVE	HEIFER	CHAMPION
De Grendel 1333 Jaclyn 4
Sire: MAPLE-DOWNS-I G W ATWOOD
DP Shewan & Son Trust

JUNIOR	CHAMPION,	GRAND	CHAMPION	COW
Grace Valley Shottles Ivy 11161
Sire: PICSTON SHOTTLE-ET
KD Lang

SENIOR	CHAMPION,	CHAMPION	UDDER
Rubicon Talent Shiloh
Sire: LADINO PARK TALENT-IMP-ET
JA Theron 

RESERVE	 JUNIOR	 CHAMPION,	 RESERVE	 GRAND	
CHAMPION
Lowerland Observer 11063
Sire: DE-SU OBSERVER-ET
Janvos Landgoed

SHOW 2015



2015 SA Holstein 27



2015 SA Holstein28


